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essential function in ensuring that
cells accurately inherit
chromosomes during cell division.
The segregation of chromosomes is
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iImportance, CRISPR was used to create a mutation at the codon
that codes for Threonine to a Valine at the 1034 position, which
would prevent phosphorylation.

Experimental Approach
We began by designing a guide RNA and repair template which
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would be cloned and used in the CRISPR vector. We then did a Mini Prep .

Gibson assembly to insert our guide RNA into the CRISPR Each of the tubes containing the inoculation of its designated colonies presen.t, several of

vector and confirmed our success through DNA sequencing. colony was purified using the same protocol listed above under them.non-glowmg. The 4 Growth of colonies varying in size on SC-URA
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and performed initial testing on phenotype. Although we have were then sent off for sequencing to be further analyzed. further analysis are plasmid containing sgRNA and Cas9 enzyme into
yet to confirm whether or not the CRISPR system was numbered and circled. budding yeast cells.
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next steps in further development of this research. N\
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YPD results showed growth of all six chosen
colonies isolated from SC-URA plate. The growth
on this plate will be used for future analysis of
the various colonies isolated.
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Streaking of Transformed Yeast Cells onto YPD
plate

Sequencing analysis to further confirm
R transformation
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This image represents the
results of streaking
transformed yeast cells for
isolation after 5 days of
incubation. All 6 colonies were
successfully grown.

Phenotype analysis after variable applications of
stress

Acknowledgments

Biggins’ Lab for their expertise and support in allowing us to

contribute to their research Since Stul is essential for growth, analysis and

comparison of variability in colony sizes should be
performed

Special thanks to Dr. Jack Vincent for his patience and guidance
throughout this project.




